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Upregulated,     down-regulated,         no change
† Gene expression profiles were categorized based on the 
fold changes relative to 20 μM heme samples. 
* Summary of genes that showed change in their 
expression profiles in response to heme determined by 
MAS 5.0 and RMA methods. 
§ Human orthologs were identified using BLAST with 
E-value ≤10-3.

Rajagopal et al. Table S1

Category Heme Total* Orthologs §
4µM 500µM genes in humans

1 9 6

2 108 44

3 13 5

4 32 17

5 24 10

6 29 9

7 96 45

8 59 28

Total 370 164

†
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